Call for Posters 
Cancer Biomarker Bioinformatics Workshop 2013
April 29 – May 1 2013 Pasadena, California
https://edrn.nci.nih.gov/cancer-bioinformatics-workshop
April 29–May 1, 2013, the Jet Propulsion Laboratory, California Institute of Technology will host the Cancer Biomarkers Bioinformatics Workshop at the California Institute of Technology, Pasadena, California. A poster session will expand the dialogue at the workshop and are scheduled to occur at the end of the first and second days of the workshop. Posters having high merit may be selected for oral presentation. Possible topics should relate to the sessions of the workshop as indicated below.
To submit a poster, complete the online form at https://edrn.nci.nih.gov/cancer-bioinformatics-workshop/poster-proposal. Limit abstract text to less than 500 words. If you would like your abstract considered for an oral presentation, please indicate it on the online form.
The workshop is intended to define and discuss the informatics needs for cancer biomarker discovery and validation.  We anticipate a multi-disciplinary group of researchers spanning biotechnology and informatics. “Bench” researchers may provide case studies that reflect needed tool improvements.  Informatics personnel may introduce new tools or information resources to the audience.  Discussion panels will enable community dialog for improving the state of the art.  A lively poster session with flash talks will encourage participation of junior researchers.

Significant progress has been made in informatics to improve the capture and analysis of scientific data. However, many of these techniques remain substantially ad hoc, with little standardization of techniques.  Integration of data pipelines may lead to increased data access for meta-analysis, authenticated provenance for data sets and methods, scalable and sustainable infrastructure for storage and analysis, and assured quality assessment.  Taken together, these improvements could have a substantial impact on cancer research.

This three-day workshop will highlight informatics progress and challenges for cancer biomarker research with a specific emphasis on future needs and plans.

The following are a list of the planned sessions:

Session I: Informatics in Biomarker Discovery
The application of multiple biotechnologies to the development of cancer biomarkers is inextricably linked to the development of algorithms to support the analysis of complex data sets.  This session will combine contributions from researchers who have identified key needs for support of experimental methodologies and from researchers who have developed needed algorithms for biomarker data capture, integration, and analysis.

Session II: Informatics in Biomarker Validation
As new biomarkers are discovered in journals each week, the need to test and validate candidate biomarkers has become critical for this field.  This session will combine case studies from researchers engaged in biomarker assessment that highlight the need for informatics improvements and from researchers who have developed new algorithms to assist in biomarker data evaluation.

Session III: Quality-by-Design in Biomarker Research
The use of quality-by-design methodologies can make biomarker discovery and validation more rigorous, increasing the reproducibility of significant biomarker findings.  This session will feature case studies, documentation tools, standards for minimum data to annotate, and algorithms in support of variability assessment for experimental methodology, the characterization of performance over time for methods, and the confidence associated with experimental results.  By assisting in the introduction of quality-by-design concepts for biomarker research, this session will aid researchers in validating their platforms for reliable biomarker research.

Session IV: Data Integration and Biological Networks
The use of multiple biotechnologies introduces the challenge of integrating across multiple data types.  Frequently, the incorporation of existing knowledge in the interpretation of an experiment implies organizing and evaluating results in accordance with existing biological network data.  This session will include case studies and algorithmic developments for these two challenges, seeking to identify areas of research that are most likely to pay dividends in cancer biomarker research.

Session V: Biomarker Informatics Infrastructure
This session will focus on supporting large-scale informatics systems for cancer research and other efforts.  Examples will include large-scale data management, sharing, and discovery systems that support researchers for biomarker discovery, analysis and validation.   It will include the development of data and metadata standards to enable data capture, sharing and analysis.  This session will attempt to point the way forward for cancer biomarker repositories and shared analysis architecture.

Important dates:

February 1, 2013: Poster submissions due
March 15, 2013: Registration deadline

April 29 – May 1, 2013: Workshop
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	· Dan Crichton, NASA/JPL
	

	· David Elashoff, UCLA
	

	· Chris Kinsinger, NCI
	

	· Marc Lenburg, Boston University
	

	· Mervi Heiskanen, NCI
	

	· Christos Patriotis, NCI
	

	· Sudhir Srivastava, NCI
	

	· David Tabb, Vanderbilt University
	

	· Mark Thornquist, Fred Hutchinson Cancer Center
	

	· Zhen Zhang, Johns Hopkins Medical Institute
	

	
	

	Local Organizing Committee
	

	· Ferne Griffin, NASA/JPL
	

	· Heather Kincaid, NASA/JPL
	


For questions about poster submissions please contact Heather Kincaid at Heather.Kincaid@jpl.nasa.gov
